|AII Specimens: % Susceptible | All Specimens: # Isolates
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1,234 60% 95% 9 97% 97% 99 00% 9 99% 80% 79% 1,181 1,234 1,231 1,199 1,233 1,232 1,231 1,154 1,234 1,080
Escherichia coli (not including ESBL)
176 0 92% 0 0 6 9 00% 74% 82% 50% 176 140 176 176 176 168 175 176 176 153 176 151
Escherichia coli (ESBL)
1,399 53% 95% 81% 85% 86% 99 00% 00% 89% 97% 77% 1% 1,370 1,238 1,346 1,399 1,396 1,356 1,397 1,397 1,396 1,297 1,399 1,222
Escherichia coli (including ESBL)
258 R 979 98 99 99 95%
Klebsiella iae (not including ESBL)
6 R 78% 9 96 00% 64% 76%
Klebsiella iae (ESBL)
281 R 97% 88% 90% 90% 99 99 00% 96 98% 89% 89%
Klebsiella iae (including ESBL)
66 R R 82% 85% 86% 96 98 98 98% 95% 98%
Enterobacter spp
9 R 0 R 68% 66% 77% 9 00% 00% 00 00 93%
Klebsiella aerogenes
143 77% 97% 88% 95% 95% 00% 99 9 97% 83% 83%
Proteus mirabilis
184 R 95% 98 98 00 0 96%
6 R R 65% 69% 86% 00% 96% 88% 88% 85% 84%
Citrobacter freundii complex
46 R 70% 96% 98% 98% 00% 00% 00% 00% 8 93%
Klebsiella oxytoca
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390 88% 88% See MSSA and MRSA 343 390 390 See MSSA and MRSA
Stap aureus
344 100% 91% 97% 100% 100% 344 344 344 343 343 342 336 343 343 343
Staph aureus MSSA
49 100% n 86% 100% 100% 49 49 49 49 49 48 49 49 49
Staph aureus MRSA
396 100% 396 79 41 320 382 392
Enterococcus species
90 % 93% 3 100% 90 60 30 87 90
Enterococcus faecalis
% 100% 21 10
Enterococcus faecium
|Blood Culture Specimens: % Susceptible Blood Culture Specimens: # Isolates
[Specimen Type Blood |



Klebsiella aerogenes
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Staphylococcus aureus 74 78 78 77
Coagulase negative Staphylococcus 6 6
Enterococcus faecalis 9 9 9 9
[Specimen Type Blood
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172 60% 95% 78% 97% 97% 98 99 99 94 98% 78% 79% 129 172 172 169 172 172 172 150
Escherichia coli (not including ESBL)
32 00% 00% 00% 00% 56% 64% 53%
Escherichia coli (ESBL)
203 50% 95% 63% 82% 82% 98 99 99 88% 93% 74% 68%
Escherichia coli (including ESBL)
50 R 989 98 98 00% 98
Klebsiella (not including ESBL)
R 50% 50% 00% 00% 50% 50% 0 0
Klebsiella iae (ESBL)
52 R 939 96 98 96 92%
Klebsiella (including ESBL)
R R 80% 91% 82% 00% 00% 00% 00 00 00
Enterobacter spp
R 0 R 60% 60% 60% 80% 00% 00% 00% 00% 00%
Klebsiella aerogenes
| R 86% 00% 95% 00% 00% 00%
IUrine Culture Specimens: % Susceptible Urine Culture Specimens: # Isolates
Specimen Type Urine
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1,125 60% 95% 94 97% 97% 99 00% 9 99% 99% 79% 78% 1,011 1,125 1,125 1,122 1,124 1,122 1,122 1,046 1,104 1,125 986
Escherichia coli (not including ESBL)
156 0 92% 0 0 6 98% 00% 00% 76% 81% 97% 51% 0 156 126 156 156 156 148 155 156 156 138 150 156 135
Escherichia coli (ESBL)
1,274 53% 94% 83% 86% 86% 99 00% 89% 97% 76% 70% 1,246 1,131 1,274 1,274 1,271 1,237 1,272 1,271 1,271 1,178 1,247 1,274 1,115
Escherichia coli (including ESBL)
206 R 99% 98 99% 99% 99 00% 00 74% 95% 969 206 202 206 206 206 203 206 206 206 205 102 206 204
Klebsiella pneumoniae (not including ESBL)
R
Klebsiella pneumoniae (ESBL)
230 R 97% 88% 88% 89% 99 00% 96 98% 68% 87% 88% 230 219 230 230 230 223 230 230 229 224 116 230 225
Klebsiella pneumoniae (including ESBL)
42 R R 76% 79% 80% 9 98 98 98% 83% 93% 98 42 42 41 42 40 35 42 42 42 30 42 40
Enterobacter spp
R o R 61% 57% 67% 00 00 00 80% 00 9




129 76%
Proteus mirabilis

109
Pseudomonas aeruginosa

100% 98% 9 % % 82%

100% 100% -- 96%

96%

96% 100% - 99%

100%

Specimen Type Urine

Gram Positive Organisms

it of Isolates

/Clavulanic acid

Staphylococcus aureus

Enterococcus species

Enterococcus faecalis

100%

100%

rimethoprim/Sulfamethoxazole

(Ciprofloxacin
Nitrofurantoin
Tetracycline
Vancomycin

100% 100% 100%

93% 2 - 100%

Enterococcus faecium

PLEASE NOTE

Exercise caution in i il if fewer than 30 are reported
for a given species. It is recommended that at least 30 organism isolates are
present for a given reporting period in order to preform valid statistical
comparisons.

I > 50% susceptible

50% - 89% Susceptible

<50% Susceptible

Antibiotic not tested

<30 Organisms reported

Intrinsic/Acquired Resistance

C. freundii s intrinsically resistant to Amoxacillin/Clavulanic acid
E. aerogens and E. cloacae are intrinsicaly resistant to Amoxacillin/Clavulanic acid
Results for this drug not available - as per CLS! these drugs lack efficacy and are not
suitable for AST or treatment of infection
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